A "latent" ribosomal ribonuclease was demonstrated in Sacckaromyces cerevisiae which was repressed by glucose parallel to the respiratory enzymes during logarithmic growth. It was induced by oxygen after consumption of glucose, and while the cells were growing on ethanol. In the growing cell, this ribonuclease was associated with the ribosomes. It hydrolyzed non-functional polynucleotide bonds only leaving untouched the integrity and functionality of the ribosomal structure. Though this ribonuclease was not integrated into the mitochondria, its synthesis depended upon the intact and coupled respiratory chain, similar to the mitochondrial enzymes proper. The function of the ribosomal ribonuclease seems to be the adaptation of the ribosomal ribonucleic acid content to the specific growth conditions together with the protein synthesis capacity of the cell. Hence, the enzyme serves the economy of the cell: when the cells grow fast during the fermentative phase only little ribonucleic acid is degraded; during the oxidative phase, when metabolic activity is low, ribonucleic acid is hydrolzyed as a saving mechanism. The switching between glycolytic and aerobic metabolism, which is brought about by alternating synthesis of the respective enzymes, is closely related to the ribonucleic acid turnover in the yeast cell and is probably regulated analogously in higher organisms. In allen diesen Fällen ist das Absinken der RNaseAktivität mit einer Zunahme des zellulären RNA-Gehalts -und umgekehrt -verbunden: PiLET 5 beschrieb die Abnahme des RNA-Gehalts von alternden
llelveticone, the characteristic pigment from Chroogomphus helvetivus and Ch. rutilus sporophores has been identified as 2,4-Dihydroxy-3-farnesyl-l,4-benzoquinone (1). Minor pigments are bovine (2) and xerocomic acid, already known from the Boletaceae. 
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